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Three basic windows
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Other windows open on a dataset
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Need to work interactively with subsets of the

data

Interesting relations
* Want to find interesting genes:

* Two key mechanisms in J-Express
Grouping and Branching
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= Gene Graph - Log antile norm
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Branching example

Project
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Selections

In many windows you can make a selection of genes
(and sometimes samples) interactively

A selection may serve different purposes:

— Highlight specific genes in a data set for
vizualisation or similar

—  Prepare for an operation, for instance “Create
group” or “Branching”
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Making selections

In lists:
— Point and click
—  Click and drag (for small sub sets)
—  Click first and Shift + click on last row you want

Many methods predefine subsets for you that you can
select

In charts: click and drag around objects

You can easily select all members of groups and
branched datasets
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1 selection — multiple views

. All views/windows open on the same dataset has the
same active selection
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1 selection — multiple views (2)
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Outline

. Today:

—  Get to know J-Express

— No statistical analysis

* Play example analysis: FC viewer

. Tomorrow - some statistics

—  Clustering

— Differential expression
. Thursday — more statistics

— Interpreting groups of genes
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Tips
Use titlebar of windows actively — often containg the

name of the data set your working on

Be conscious about which data set is active in the
Project window

Close windows you don't need anymore

Use the “Windows” menu or Help

Bl Hierarchical clustering

The TaSk bar at the bottom & B Gene Graph - Min SD=1 filtered

E Project

to manage your open windows  [FEEEEER

E hotes and meta data
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Course page

1.
2. “read more” on J-Express course in Oslo

3. “Click here to go to Course Home Page” at
the bottom of the page
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http://www.bioinfo.no/training
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